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New data available in 2015
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New Variations data

Create an account s Variations discovered by GBS and WEC (Akhunov)

News Download the VCF files.

A sample of 62 diverse wheat lines was re-sequenced using the whole exome capture (WEC) and genotyping-

Access Status by-seqL - L
BLAST - [DIR] Parent Directory -
BAC Libraries el ] GBS _filtered_Indels.zip 02-Mar-2015 16:13 1.6M [™ T:U::ISEE:E

Toomaji[ ] GBS _filtered SNPs.zip 02-Mar-2015 16:13 18M |ns s Barana

Assemblies Mattheu

e |[TXT] READ_ ME.txt 02-Mar-2015 16:13 972 | on Duplicated
Homoed

Journal[ ] WEC _filtered Indels.zip 02-Mar-2015 16:13 44M
"1  WEC filtered SNPs.zip 02-Mar-2015 16:13 328M

Reference sequence

Genes & annotations

Physical maps 1. Varia -
. 1.1 GBS_filtered_Indels vcf
Genetic maps 1.2 GBS_filtered_SNPs vcf

2 Variations discovered by WEC:
2.1 WEC_filtered_Indels.vcf
2.2 WEC_filtered_SNPs.vcf
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New RNA-Seq data

NG-5789 1A 1ib7482 1 sequence val_1.fg.gz 13-Nov-2015 11:402.5G
[DIR] NG-5789 1A 1ib7482 2 sequence val 2.fg.gz 13-Nov-2015 11:402.5G
H NG-5789 1B 1ib7486 1 sequence val 1.ig.gz 13-Nov-201511:413.1G |t conaitions
(] NG-5789 1B _1ib7486 2 sequence val 2.fq.gz 13-Nov-2015 11:423.1G [**°
(] NG-5789 2A 1ib7483 1 sequence val 1.fq.gz 13-Nov-2015 11:434.2G [ conarions
[1] NG-5789 2A lib7483 2 scquence_val 2.fq.gz 13-Nov-201511:444.2G | ) a0
[ NG-5789 2B 1ib7487 1 sequence val 1.fq.gz 13-Nov-2015 11:453.3G | hat m‘?m
N were also
[] NG-5789 2B 11b7487 2 sequence val 2.q.ez 13-Nov-2015 11:463.3G fome 358 1n
[] NG-5789 3A 1ib7484 1 sequence val 1.fq.gz 13-Nov-2015 11:46 2.8G E;;EZEEE
[] NG-5789 3A 1ib7484 2 sequence val 2.fg.gz 13-Nov-2015 11:47 2.8G
[] NG-5789 3B 11b7488 1 sequence val 1.fq.gz 13-Nowv-2015 11:48 2.9G
[l NG-5789 3B 1ib7488 2 sequence val 2.fq.gz 13-Nov-2015 11:492.9G pnd
L] NG-5789 4A 1ib7485 1 sequence val 1.fg.gz 13-Nov-2015 11:49 2.0G
H NG-5789 4A 1ib7485 2 sequence val 2.fgq.gz 13-Now-2015 11:50 2.0G
[] NG-5789 4B 1ib7489 1 sequence val 1.fq.gz 13-Nov-2015 11:502.5G
[1 NG-5789 4B 1ib7489 2 sequence val 2.fq.gz 13-Nov-2015 11:51 2.5G
[] NG-378%9 A read statistics.xlsx 13-Nov-2015 11:534 11K
[ NG-5780 B read statistics.xlsx 13-Nov-2015 11:54 10K
[TXT]READ ME txt 13-Now-2015 11:54 1.1K
http://wheat-urgi.versailles.inra.fr/Seq-Repository Michael Alaux
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New Physical maps

Create an account Wheat physical map viewer: 3B v2: 621.6 kbp from ctg111:1..621,601
News
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BLAST H =B H
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1A 24 3A 474 S5A 6A 7A 1B 2B 3B 48 5B 6B 7B 1D 2D 3D 4D 5D 6D 7D
Reference sequence

Genes & annotations

Physical maps All physical maps (except 3AL) are available !
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: James Breen,
Efuyi':;' map a8 X Thomas Wicker, | Breen et al., PMID:24273269
Beat Keller
Stuar Lucas, .
1AL X Hikmet Budak Lucas etal., PMID:23613713
2A5 X Kuldeep Singh
2AL ks Kuldeep Singh
Sunish Sehgal,
e . Bikram Gill
3AL
AAS . Miroslav Valarik,
Jaroslav Dolezel
AAL . Miroslav Valarik,
Jaroslav Dolezel
Simone
AL . Scalabrin
Simone
A . Scalabrin
Maser
Pk . Poursarebani
Maser
Pas . Poursarebani
TAL . Gabriel Keeble-
Gagnere
TAS . Gabriel Keeble-
Gagnere
Dina Raats, feey
183 3 Frenkel, Raats et al.,, PMID: 24359663
Abraham Korol
) Philippe et al.,
httl I 1BL X Etienne Paux PMID: 23800011
2B8L X John Jacobs
<" 288 X John Jacobs
LH-\’GI 3B X Etienne Paux Paux et al., PMID: 18532645 Michael Alaux



https://urgi.versailles.inra.fr/gb2/gbrowse/wheat_phys_pub/

Exemple of 2BS (Bayer)

TaaCsp2BShA : Triticum aestivum BAC Library

Library Type Chromosome Specific BAC ~ Host DH10BTI1R

Commeon name Bread Wheat Number of plates 177

Species aestivum Average insert size 116.0 Kb

Connme ooniivalonte 158 /Y

Genomic Resource Available :

Selective antibiotic

Clone 7€ 25€
Coordinzate in plate-row-column format (ex: 26g9) : ‘ ‘ Add to Cart
3 macroarrays /72
NCBI Taxonomy : http://www gﬂaei:‘t:g?g rrays 5x5 390 £ (entire set) 750 £ (entire set) plates per Add to Cart
macroarray
2 macroarrays / 108
Maat‘t:ggg rrays 6x6 320 £ (entire set) 600 € (entire set) plates per Add to Cart
P macroarray
2 macroarrays [ 144
Maii:tt:ggg rrays 7x7 400 £ (entire set) 760 £ (entire set) plates per Add to Cart
httDS:// u I’C]i.V i e
™
< A,
LUxal Michael Alaux
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Exemple of 2BS (Bayer)

ctgld: 1.2 Hbp

M

d H B Contig 2B5 v1
_l:t gla

d - H Bins 2B5 v1
cl_191d1

3 H BACs 2B5 vi1
2B5-007 P05

£B5-143.L21

- URGI

.

12BS-077.C12

AAGCTTAATGGGAAAGGAAGGGGTAAAGTGATGAGGTTGCAGCAGCGACT

AAAGCTTTCGGGACGAAGCGTCGCCGTTTCGAGGCGGAACCTGGACGGAAC

AAGCTTTGGTGGCATTTGGTCTCTCCGTCGCTGGTCTTCACTTTTTGGTC
AAGCTTTCGATATTCATCATATTTCTTTCCTCGTTTCTAATGCTTTCTCA
AAGCTTCAATAGCCCTCAACTAAGCATACGTCTAGAATCTATGGGTATCC
AAGCTTGACGCGCCCTTCTGTAAGTGCTGCTGGTGGTGAAAGTGATTTGT
AAGCTTGTAGGCATTAGATCAATGATGGATAATTATGTCGGATGCGATTC
AAGCTTAGGCTTTTGGCCTAACTTGGTAATCACTCAGTAGCATGGATGGT
AAGCTTCTTGATCAGTTATTATTTCTATTAGTATTTCTTCAAAATGCCAA
AAGCTTCTCGGAATGAGTGAAGTTA
AAGCTTAGCCTTTTGGCCTAAGTTGGTCTATGGCCATGGGTAGCCTGGCT
AAGCTTGGAGTAGAAAGAGGCATGGGTGGCACCTCCAGCGCCCATCAAGT
AAGCTTGCGACATCTAAACCTGCTTCTGCTATTA

285057 B AAGCTTGATTTTGGGGCTTGTAAAGATGGGTTCCAGAGTCCAGGATCTTC

AAGCTTGAACAAGAAAATATCAATCTGAAAGCTGCTCTTGGGAAGAAAAA
AAGCTTGTGGGAGACTCTCTTCTTCAATTTGCATAAAATTGTATATTTCC
AAGCTTAGTATTTTATACAGCATTGAAAAGCATATGAATTTGCCTGAAAT
AAGCTTGTGGGAGACTCTCTTCTTCAATTTGCACGAAGTTA
AAGCTTTCATGCACGCGACAAAAAGTGTCAAATGATGATTGTTTCTCTCA
AAGCTTTCATCTAAGGAAATGGGGTCGTGGAGTTGCTGTAAGTAGGCTAG
AAGCTTTGCTAGTCTTGATACCCATGGTAATGGGATTGCTCAGTCCTTGT
AAGCTTCCCAAATTGGAACGAAGCTATCGTTTGAAAACCCTAAATGGGCA
AAGCTTGATGCACTCACTACACAACTCACAAAAATACATGGATGGCACCA
AAGCTTGTGTGGTTTCTTCTGATCCACTCGGAGGACTAAATCTCCTTCTT

621001

please give us a

ub/

Michael Alaux
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Triticum aestivum {Chinje;e Spriﬁg) |

New Assembly

* [WGSC Survey sequence chromosomes

o Version 1 assembly is publicly available for download , BLAST and in a browser _

Summary of the different CSS assemblies and versions (TGAC):
WGSC-CS55_assembly-version-overview Sep2014.xls 30.50 kB

o Version 2 assembly is the version 1 assembly cleaned ie. from which duplicates were removed. It is publicly
available to download at MIPS.

is available for download and in a browser to all WGSC members (general access
agreemet

This new version of the IWGSC CS5S wheat survey sequence has been generated by the incorporation of ca. 185 Gbp
of mate pair sequence data produced from libraries ranging in size from 1-40kb from a Chinese Spring + 7EL addition
fine. The assembly has been produced by A. Sharpe, D. Konkin and C. Pozniak, at the National Research Council
Canada and the U. of Saskafchewan, Canada.

* Whole genome shotgun

o TGACv1 assembly is publicly available for download at EnsemblPlants .

+« Some individual chromosome low coverage shotgun (454 data) are also publicly available for BLAST .

ZUxal
/N

http://wheat-urqgi.versailles.inra.fr/Seq-Repository Michael Alaux
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Survey sequence v3

Triticum aestivum (Chinese Spring)

* [WGSC Survey sequence chromosomes

o Version 1 assembly is publicly available for download , BLAST and in a browser _

Summary of the different CSS assemblies and versions (TGAC):
WGSC-CS55_assembly-version-overview Sep2014.xls 30.50 kB

o Version 2 assembly is the version 1 assembly cleaned ie. from which duplicates were removed. It is publicly
available to download at MIPS.

o Version 3 assembly is available fo{ download 3nd in a browser to all WGSC members (general access

agreement) .
This hew version of the WG SC CSS5 wheat survey seaiience has been generated {}],s the ."ncﬁrlm}ran':}n of ca. 185 Gbp
of mate pai| [DIR] Parent Directory - pfrom a Chinese Spring + 7EL addition

ine. The ay [] wheat survey sequence v3 tar.gz 30-Dec-2015 10:53 92M k, af the National Research Council
Canada ant—r———r—oororerrorro

T AT T

* Whole genome shotgun
o TGACv1 assembly is publicly available for download at EnsemblPlants .

+« Some individual chromosome low coverage shotgun (454 data) are also publicly available for BLAST .

CERGI http://wheat-urqgi.versailles.inra.fr/Seq-Repository Michael Alaux
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Survey sequence v3

Triticum aestivum (Chinese Spring)

{ 1DL_2288508: 7,872 kbp 2 kbp,
3 1k 3 4 Sk
+ B E B HHHE contig
10L_2288500

+ B BB HHHE Gene model: mRNA

+ B EEB R HEBECFE markers

o TGACv1 assembly is publicly available for download at EnsemblPlants .

+ Some individual chromosome low coverage shotgun (454 data) are also publicly available for BLAST .

https://urgi.versailles.inra.fr/gb2/gbrowse/wheat iwgsc survey sequence v3/

¢ URGI Michael Alaux
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New tools functionalities in 2015
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Genetic maps (feedback from PAG 2015)
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Data files contain marker names, sequences and positions when available.

s ARF 0AOR1A

marker names

BARC1ZE
BARC17T0O
WMC1lel
WMC163
WMCS17
cfall23
cfall23
cfa2257
cfal2257
cfdl2
cfdlz2
cfd33
cfd33
cfd5s
cfd5s
cfdi3
cfdi3
gpw2323
gpw2323
gpw294
gpw294
gpwi3lz24
gpw3l24
gpw3127
gpw3127
gpw332

S52.6
36.8
22.5
27.6
S8.6

Distance {Cm) Sequence
CGTTCCATCCGRARRTCAGTRC
CoCCCACTTTTTACCTAATCCTTTTGAR
GTACTGARRCCACTTGTALCGCR
TEEAAGCTTGCTARCTTTGEAG
LACCTGGRACARCCACGACADD

144 .6 CGETCTTTGTTTGCTCTRARRACT
144 .6 ACCGGCCATCTATGATGRRG

244 5 GATACARTAGETGCCTCCGT

244 5 CCATTATGTARATSCTTCTGTTTCR

0.0
0.0

36.1

GTTACCCAARACCTECCCTTT
CTRCGAGTCGGEATCAGCAT
TRACCGCRATALTCACACCCR
GETCEGATGGACTETCCCTAR
TECCCTETCCACAGTGARG

TTGCCAGTTCCAAGGAGRAT
ARGGATGEGAGAGGACCCCTA
GERAGGTGEAGCALCCTATCR
AGRAGTTGGCTTCCGCTTTC
AGTTGRAAGATGGCCCAGATE
TRATACCCTCCTTCCCCRCC
ACRRCGETGCGAGTCACCATR
TTATGCCTCALGAGAGRAGR

ARGGRAGTCAGRACTGAACAR

155.5 TGTTAGCAGRATAGACCCACCC
155. 5 CATCATCCTCRATGCCACAG
102.1 TGACACRRLRTACCALGEEE

s VWuhMa_ 071279

http://wheat-urqgi.versailles.inra.fr/Seq-Repository

Michael Alaux
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3B reference JBrowse

V30707

Vaa3_1780 Va43_ 1285

7 Scaffolds | _ |
[ ] -j [
vA43_J672 vA43_ vAd3_ va43_0194
).
railable ).
- - -
“hBAGs Taaésp; él; Hﬁ_DOUEFﬁ iaaéspiél_:%_ﬁﬁ H02 Taaés p;El; ﬂ_um 8F19 iaaéspié;ﬁi_bonzht
=
5015” 8 lI'aa;uﬂsr:BBF hA_DT09NA E Taa&s p3BFhA_0143105 ;aaéspgg;a_ﬂmw
FhA TaacspaBFnA_b3 3
_0046H22 aaCsp 380P16 aaCsp3BFhA

Taaigspga;ﬁ_aam1 8
BEFRA_0069013

mRMHA

-

TRAES3BF267200010CFD_t1

-

TRAES3BFZ267200020CFD_t1

-

TRAES3IBFZ67200030CFD_t1

-—u

TRAES3BFZ67Z00040CFD_11

-

TRAES3BFZ67200050CFD_11

Markers lFE#szzavagag-:aB

TEs (feature density)

F
F

http://wheat-urqgi.versailles.inra.fr/Seq-Repository

TaaCspasi

-

TRAES3BF040800020CFD | t1

-

TRAES3BF178800010CFD_t1

=
TRAES3BF040800010CFD_t1

-

TRAES3BF178800020CFD_t1

-

TRAES3EF128600010CFD_t1

—

TRAES3EF178800030CFD_t1

—

TRAES3BF178%00010CFD_t1

.

TRAES3BF178%00020CFD_11

ll?a#S1 3183772-3B !‘;#332521 539-3B
-
?3#81 3167144-3B kcfp31 83-3B
!a_;?532521 539-3B

I
=]

vl bl

“H S TR E—_es .

Michael Alaux
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3B reference JBrowse

mRMNA TRAES3BFO85600010CFD_t1 |

v443_0856_EXONERATE_BLASTX validated_77077 86599 BGT 01_CAT02 9 Match_0002_mRNA g

Oldparent

v443_0856_EXONERATE BLASTX validated 77077 86599 BGT 01 _CAT02 9 Match_0002 ———
Parent_id TRAES3BF085600010CFD _g ) g:_pmrﬁ%ﬁnu?n
Seq_id traes3bPseudomoleculeV1 3aCSp3BFhA
Source GDEC ‘.I’—ilaic—s_pSBF
Status High Confidence

Region sequence

(L] FASTA
>traesibPssudomoleculaVl o
traes3bPseudomoleculeV1:121453635..121463164 (+ =trand)
class=mBNA length=55Z¢
ATETEEECEECGEAGECGCCCTTCTCGCGETCOGEEGTCEGTEECEEEAGECAGAGGRACEAGTL
GEAGECGCTECGCTEEECCECECTGCAGCGCCTCCCCACOGTGEEGEGTECCAGGAGEEECC
TECTCAGETCGCCCEECGTOGCGCCCEECEECACCGEEGOGEEGCEELCCEETCGAGEEEGAC
GACGCGCTCTGCGAGGTCEACGTCACCEGGCCTCTCCTCCGGCGACCEGCACCECGCTCETCGR
CCECCTECTOGCAGRACTCCEGCEACGCCGAGCAGTTCTTCCGCCECATACGEGCCCECTTCG
ACGCETGAGTACACCARACCETEGCATCTGCATACTACEATTTTTTCGETCCOGCATCGETECA
CCATAGTCATCAGCETGCCTTCCTCGETCTCTGOGEGEGOGCGCTCTGCRARATETACTAGET
TEACCGCTGACTACAGGGTCCCGCTGCCGUCACAATTGGOTGACACATEGEECCCAACCEACG b

Subfeatures

< >

LLRGI https://urgi.versailles.inra.fr/jbrowse/gmod [browse/?data=myData/\Wheat/annotation/3B 1ael Alaux
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3B reference JBrowse

£ 5 C

£ BA

GA

Ma

il

nc

Marker: WPT3327

MARKER DETAILS

Marker name :

WPTa327

Taxon : Triticum aestivum
Marker type :
Marker origin : amplicon
Target: Triticarte
Origin laboratory : Triticarte
MAPPED LOCI
Mapped loci: 3
i ) Link
Locus name Map name Taxon Linkage Distance [Rsec::Jartz:lngwm.‘a lt_clunk to Link fo
"ap group P QrL MetaQTL
name) QTL
large
HwPt-3327-382 CF9107xToisondomuebon Triticum 3Bz2 40.4 - 13 13 1
aestivum
HwPi-3327-382 TORA07 101010 Triticum 3Bz 1414 - B 5] 1
aestivum
Hwpt3337-38 Meighbour3B 030407 Triticum 3B 109.44 non_framewaork - - -
aestivum

Z URGl

https://urgi.versailles.inra.fr/jbrowse/gmod [browse/?data=myData/\Wheat/annotation/3B

1ael Alaux
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3B reference JBrowse

“ Scaffolds

+ B E @A - B Markers 3B v2
gcf-'p3495—33

HwPt3327-36
<

+ BEEHEHH Contig 3B v2

+ B E B 0 HH Belongs to the Bin 3B v2

+ BEEOHHBBACs 3B v2

TaaCsp3BFhA_0033J13
[

aaCsp3BFhA_02121.15

TaaCsp3BFhA_0345K17
[

TaaCzp3BFhA_O380C10
[

TaaCsp3BFhA_0352G04
[

LLRGl https://urgi.versailles.inra.fr/jbrowse/gmod [browse/?data=myData/\Wheat/annotation/3B 1ael Alaux
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3B reference JBrowse

Marker : XwPt3327-3B
Name XwPt3327-38 Crganism . Name Triticum aestivum
Type darts

Overlapping Features
B Genome features that overlap coordinates of this Marker
Begion: 1, Scaffold: 1

Show all in a teble »

Genome feature
Length: 502 [FASTA.|

Location: traes3bPseudomaoleculeV1:586057169-586057670 reverse strand

Genome Browser

Click and drag the browser to move the view. Drag and drop trades from left menu into the main panel to see the data. Clicking on individual features to open 8 report page for that feature.
Centre on XwPt2227-2B

Available Tracks Wl Wheat 3B annotation = File View Help
* fitter by text L] 100,000,000 200,000,000 200,000,000 400,000,000 500,000,000 609,000,000 700,000,000
y e
(&) =) Q (MG @\ traes3bPseudomoleculeV| v |traesabPseudomoleculeV1:588057 1] Go | 8
| BACS
57.125 586,057,250 586,057,375 586.057.500 586.057.825
GAPs
Markers Markers JP; o)
Scaffoids
BAC
* Reference sequence 1 :
D Reference sequence & Scaffolds
* Transcript 5
I:‘ mRHA GAPs
[ nchna v

Expand viewer {link to Wheat 3B annctation JBrowse)

19QTL

Qtl Mame Map Mame

Qtl Id
GPC_cf 9. Np_3B2 TOR107_101010

59571
GPC_ms.9.NI_3B2 TOR107_101010 59574
GPC_nw9 Np_3B2 TOR107_101010 H9582

GPC_sb.8.Np_2B2 TOR107_101010 59584

aux



https://urgi.versailles.inra.fr/jbrowse/gmod_jbrowse/?data=myData/Wheat/annotation/3B

BLAST

Clsstcansccount News functionalities (feedbacks from PAG 2015)
D addition of a "download all" button

Sccess 3Bhus link from the matching contigs to the browsers
il (zoomed in the region)

pACLbranes link to EnsemblPlants chromosomes.

Assemblies
Reference sequence
Genes & annotations

Physical maps

Genetic maps

Transcriptome
RNA-Seq
Variations
Publication

FAQ and support
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Enter query sequences here in Fasta format

Or upload sequence fasta file {max 2M): bacSynth12_debut.tfa
Program Group |Wheat_5uwer_v1_[MESC} v| Database(s)

wheat sequence survey chromosome 1AL v2 [l

Wheat_Markers ‘ wheat sequence survey chromosome 1AS
Wheat_Reference wheat sequence survey chromosome 1BL
Wheat_Survey_vi_(IWGSC) wheat sequence survey chromosome 1BS
Wheat_low_coverage_454 wheat sequence survey chromosome 10L
Wheat _other species WGS wheat sequence survey chromosome 105

wheat sequence survey chromosome 2AL
wheat sequence survey chromosome 2AS
wheat sequence survey chromosome 2BL
wheat sequence survey chromosome 2BS W

currently selected database(s)

wheat sequence survey chromosome 1AL w2
wheat sequence survey chromosome 1AS
Wheat reference sequence chromosome 3B

https://urgi.versailles.inra.fr/blast/
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What’s next?
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For 2016

* Physical map browser:
+ Add the 3AL
+ New versions of the 1D, 4D, 6D using WGP

« Survey sequence v3 browser:
+ Add the annotations

* NRGene IWGSC-WGA when avalilable:
+ Download
+ BLAST

+ Browser
= Scaffolds
= Annotations
= Your sequences mapped on the scaffolds

Michael Alaux



For 2016

 Add all the assemblies in the BLAST:

+ Survey sequence v3
+ TGACV1
+ NRGene IWGSC-WGA

Michael Alaux
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Questions

- D

Sequence Repository
http://wheat-urgi.versailles.inra.fr/Seqg-Repository

BLAST (public)
https://urgi.versailles.inra.fr/blast/

N J

Contact me at michael.alaux@versailles.inra.fr
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